ORGANIZATION, DYNAMICS AND FUNCTION 

OF CHROMOSOMES

(March 23-25 2005, INSTN, CEA-Saclay)

 Scientific Committee: H. Buc, M. -C. Bellissent-Funel, O. Hyrien, M. Yaniv

March, Wednesday 23, 9h15-18h30

9h15 Welcome Address: M. -C. Bellissent-Funel

1) Genetic expression and chromosomal territories

Chairperson: H. Buc

a) Opening
9h30
K. Nasmyth  (Research Institute of Molecular Pathology, Vienna) “How do cells hold sister chromatids together during mitosis and meiosis?”

b) Prokaryotic cells
10h15
F. Boccard (Centre de Génétique Moléculaire, CNRS, Gif-sur-Yvette) “Macrodomain organization of the bacterial chromosome and physiological consequences of rearranging chromosome configuration”
11h00 – 11h30 - Coffee break

Chairperson : P. Cook

c) Prokaryotic cells (continued)

11h30
J.Rouvière-Yaniv (Institut de Biologie Physico-Chimique, Paris) “Multiple functions of the bacterial histone-like protein HU”
12h15
F.-X. Barre (Centre de Génétique Moléculaire, CNRS, Gif-sur-Yvette) "Sensing directions during chromosome segregation in bacteria"
13h00 – 14h00 – Lunch “La Rotonde” Restaurant

Chairperson : P. Cook 

14h00
T.Odijk (Delf University of Technology, Leiden) (title to be confirmed)
Chairperson: K. Nasmyth

d) Eukaryotic cells, 

14h45
S. Gasser (Friedrich Miescher Institute for Biomedical Research, Basel, Suisse) “Chromosome looping, telomere anchoring and the functional impact of yeast chromatin dynamics”

15h30 – 16h00 - Coffee break

16h00
S. Chambeyron (MRC Human Genetics Unit, Edinburgh) " The nuclear re-organisation of the HoxB cluster is correlated with the colinear Hoxb genes expression during the mouse development."

16h45
C. Carles (DSV-DBJC-SBGM, CEA/Saclay) “Co-regulation of the three nuclear transcriptional machineries in the yeast Saccharomyces cerevisiae”
17h30
U. Laemmli (Département de Biologie moléculaire, Université de Genève) “The Nucleopore Complex (NPC)-Gene Connection”

18h30 
- BUS departure to “Le Guichet” Station and Hotel

March,Thursday 24, 9h-18h30

2) Chromatin of eukaryotic cells.  Structural organization and remodeling

Chairperson: F. Livolant

9h00
D. Rhodes (MRC Laboratory of Molecular Biology, Cambridge, UK), “Towards the structure of the "30nm" chromatin fibre “

9h45
G. Almouzni (UMR 218 CNRS, Institut Curie-Recherche, Paris) “Chromatin assembly factors and cell cycle”

10h30 – 11h00 - Coffee break

Chairperson: S. Gasser
11h00
C. Muchardt (URA 1644 du CNRS, Institut Pasteur, Paris) “Beyond chromatin remodeling: a role for the human SWI/SNF complex in regulation of alternative splicing” 
11h45
S. Dimitrov (INSERM U309,  Institut Albert Bonnio, Grenoble) “Nucleosome remodeling and transcription of histone variant macroH2A and H2ABbd nucleosomal arrays”

12h30 – 14h00 – Lunch “La Rotonde” Restaurant

14h00-15h30: Poster session and Coffee break

Chairpersons: M. Yaniv and G. Almouzni 
15h30-18h00: Oral Communications 

18h30 
- BUS departure to “Le Guichet” Station and Hotel

March, Friday 25, 9h-18h30 

3) Chromatin of eukaryotic cells. Molecular machines, anchorage, and the role of polyamines.
Chairperson: M. Werner
9h00
P. Cook (The Sir William Dunn School of Pathology, Oxford) " SEQ CHAPTER \h \r 1Transcription factories: functional organizers of the genome"

9h45
J.-L. Sikorav (DSV-DBJC-SBGM, CEA/Saclay) " DNA entanglements and their enzymatic resolution”
10h30 – 11h00 - Coffee break

Chairperson: U. Laemmli
11h00
D. Bensimon (LPS, ENS, UMR 8550, CNRS, Paris) “The ISWI chromatin remodeling factor is a DNA translocase”

11h45
J. Parello (Department of Pharmacology, Vanderbilt University, Nashville, USA) "Polyamines and chromatin. A tale of cations and histone N tails”
12h30 – 14h00 – Lunch “La Rotonde” Restaurant

4) Diffusive aspects of the genetic material: movements of markers

Chairperson: D. Bensimon
14h00
A.Lesne (Laboratoire de Physique Théorique des Liquides, Université Paris 6) "Physical analysis of chromatin and chromosome movements: from classical theories to open challenges"

14h45
C. Zimmer (Laboratoire Analyse d'Images Quantitative, Institut Pasteur, Paris) "How to extract chromosome dynamics from microscopy images: algorithms and limits"

15h30 – 16h00 - Coffee break

5) Pharmacology in cell nucleus

Chairperson: M.-C. Bellissent-Funel

16h00
J.-M. Egly  (Institut de Génétique et Biologie Moléculaire et Cellulaire, Illkirch) “A defect in TFIIH transcription factor, originates a reprograming of nuclear receptors responsive genes” 
16h45
General discussion and concluding remarks

18h30 
- BUS departure to “Le Guichet” Station and Hotel

